A) The RHPA gp120 sequence is shown, and numbered according to the HxB2 convention. Potential Nlinked glycosylation sequons are shaded grey, disordered regions are indicated in italics, and loop D or V5 are indicate with purple and red underlines respectively. Contacts for the cocrystal complex are shown in blue, while previously determined interactions between CD4 and gp120 are shown in gold. Open circles (○) indicate main chain contacts only, ray circles (☼) indicate side chain contacts only, closed circles (•) indicate both main chain and side chain contacts, and the ¥ symbol is used to specify glycan interactions. B) The heavy and light chain sequences for CAP257-RH1 are shown, the CDR loops are underlined, and contacts in the cocrystal complex are labelled as in A. 
